delimitation proposed by Martin et al. (2013) in that sequences of T. c. carolina, T. c. bauri, T. c. major and T. c. triunguis occurred in both clades. Consequently, we see no convincing phylogenetic evidence for splitting T. carolina sensu lato into two distinct species, regardless of the species concept applied.
Our conclusion is supported by the alternate phylogeny reported by Spinks et al. (2009) , a study not mentioned by Martin et al. (2013 Martin et al. ( , 2014 . Using sequences of the cyt b gene and seven nuclear loci, Spinks et al. (2009) found T. c. bauri clustering with T. c. triunguis ( Fig. 1: bottom) .
Like Martin et al. (2013) , Spinks et al. (2009) found T. carolina to be paraphyletic with respect to T. coahuila. However, for the rapidly evolving D-loop Butler et al. (2011) found T. carolina not to be paraphyletic with respect to T. coahuila. Yet, they reported nearly identical haplotypes of a T. carolina from Escambia County (Florida) and T. coahuila, but these haplotypes were highly distinct from all other haplotypes of T. carolina. This confusing situation demands further research, and this issue is beyond the current discussion. To justify their species delimitation, Martin et al. (2014) Martin et al. (2014) cite, among others, a paper reporting that up to 14% of box turtles from eastern Texas are hybrids between T. carolina and T. ornata. However, if 14% are hybrids, 86% of the concerned populations must be pure, and this is evidence for the maintenance of largely distinct gene pools in sympatry. By contrast, T. carolina forms panmictic populations whenever different subspecies meet (Butler et al. 2011) , and this is fundamentally different from the situation in T. carolina and T. ornata. Consequently, the recognition of T. mexicana as a species distinct from T. carolina, as proposed by Martin et al. (2013 Martin et al. ( , 2014 , is unwarranted.
We are not disputing that distinct species may hybridize, and there are many cases known, especially in turtles and tortoises, as well as in other taxa (e.g., Kraus et al. 2012) . However, interspecific hybridization is different from intergradation among subspecies. The example of T. carolina and T. ornata shows that distinct species are capable of maintaining largely discrete gene pools, allowing them to occur together in widely overlapping distribution ranges. The region of sympatry for T. carolina and T. ornata corresponds to a vast area including the eastern parts of Texas, Oklahoma and Kansas, most of Missouri, western Arkansas, western Louisiana, and parts of Illinois and Indiana (Ernst & Lovich 2009 ). In contrast, the genetic and morphological distinctness of the subspecies of T. carolina, including T. c. triunguis, dissolves in their contact zone (Butler et al. 2011) , which constitutes a true genetic melting pot. As a legacy of the distinct subspecies, only the deeply divergent mtDNA lineages remain, which are inherited through the maternal line (without recombination). A similar case of genetic admixture is known for subspecies of spur-thighed tortoises (Testudo graeca) in the Caucasus region (Mashkaryan et al. 2013) .
We respect the conservation-oriented motives of Martin and coauthors for their proposal to revise the taxonomy of Terrapene carolina. Martin et al. (2014) argue "because the Terrapene are of conservation concern throughout their range […] , and because many conservation efforts are species-based and tend to ignore subspecies, it is imperative that their classification be correctly resolved". However, we are also convinced that only well-founded taxonomic decisions serve conservation and science (see also Karl & Bowen 1999; Zachos et al. 2013) , and will therefore continue to treat T. c. mexicana, T. c. triunguis and T. c. yucatana as subspecies of Terrapene carolina.
